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Characterization of Cetacean Morbillivirus
iIn Humpback Whales, Brazil

Appendix

Appendix Table: Histopathologic alterations observed in the central nervous system of 2 stranded humpback whales (Megaptera
novaeangliae) in southern Brazil in 2022.

Lesion intensity

Lesions MN1 MN2
Gliosis +++ +++
Mononuclear perivascular cuff +++ o
(cerebrum)

Mononuclear perivascular cuff + +++
(cerebellum)

Gitter cells 4+ -

+
++

Mononuclear meningitis (cerebrum)
Mononuclear meningitis (cerebellum)
Perivascular hemorrhage +
Neuronal necrosis +
Multifocal vacuolization of white matter - ++
Intracytoplasmic/intranuclear inclusion +
bodies (cerebrum)

+ + + +

+

MN1: Megaptera novaeangliae specimen 1; MN2: M. novaeangliae specimen 2; Lesion intensity: + discrete; ++ moderate; +++ severe; - absent
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Appendix Figure 1. Map showing the location of 2 Megaptera novaeangliae strandings in southern Brazil

in 2022. MN1: M. novaeangliae specimen 1; MN2: M. novaeangliae specimen 2; RS: Rio Grande do Sul

State; SC: Santa Catarina state.
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KUT20623.1 Morbillivirus ceti: Spinner Dolphin - isolate GW2010007A

A 94 |KUT20623.1 Morbillvirus ceti: Spinner Dolphin - isolate GW2010007A B
87 |KUT20625.1 Morbillivirus ceti: Bottlenose Dolphin - isolate 631IMMS031711
KRT04575.1 Morbilivirus ceti: Longman s beaked whale KUT20625.1 Morbilliirus ceti: Bottlenose Dolphin - isolate 631IMMS031711
i AJ608288.1 Morbillivirus ceti: Dolphin B
41 [0{NC 005283.1 Morbillvirus ceti: Dolphin
MN606015.1 Morbillivirus ceti: Striped Dolphin - isolate DMV IZSPLVA 92300

100] L—0n513035.1 Morbillivirus cetiPilot whale - isolate CAHA441 ONSI36.1 Marbiiris coll: Pist Whals - lashits CAHAK

31|  MW148597.1 Morbillivirus ceti: Longman s beaked Whale - isolate LBWMV-2010

‘MGSAESQ 1 Morbillvirus ceti: Guiana Dolphin - isolate MQS04P

100 PP549531 illivirus ceti: illivirus ceti: t Whales - isolate MN2 - . -
99 PP025976.1 Morbillivirus ceti: Humpback Whales - isolate MN1

43

KFT711855.1 Morbillvirus ceti: Guiana dolphin - isolate Sg-2010
L MGB45553.1 Morbillivirus ceti: Guiana Dolphin: isolate MQS13L

MGB45552.1 Morbillivirus ceti: Guiana Dolphin - isolate MQ913P
|: KJ466106.1 Canine distemper virus
E KY629928.1 Phocine morbillvirus

NC 006383.2 Peste des petits uminants virus

KJ466106.1 Canine distemper virus

KY629928.1 Phocine morbillivirus
NC 001498.1 Measles virus

NC 001498.1 Measles virus 230697.2 Rinderpest virus

3 7306972 Rinderpest virus NC 006383.2 Peste des pelils ruminants virus

1 irus muris

AB855655.1 Respirovirus muris

Appendix Figure 2. A) Phylogenetic analysis performed based on P gene sequence of representative
species from morbillivirus genus. B) Phylogenetic analysis performed based on L gene sequence of
representative species from morbillivirus genus. Analyses were conducted with 1000 bootstrap replicates.

Respirovirus muris was added as an outside group. The sequence detected in the present study is

highlighted.
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